Radiomics of Metastatic Lesions in Gastroesophageal Adenocarcinoma (GEA) May Correlate with Tumoral DKK1 mRNA Expression
and Other Immune Biomarkers in Patients Treated with DKN-01
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Transformed display of target lesion following QTA.
Red, blue, and black highlights show range of pixel
values from high density to low density, respectively.
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Histogram Frequency Curve (HFS) with High (235) and Low (<35) RNAscope Scores
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